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I GCTCCTKjAGACCGGCGGGCACACGGGGGTCTGTGGCCCCCGCCGTAGCAGTGG^ 9 s 

1 TTATGGCGGCGGCGGCAGTGAGAGCTGTGAATGAATTCTCCGGGTGGACGAGGGAAGAAGAAAGGCTCCGGCGGCGCCAGCAACCCGGTGCCTC^ 190 
1 KNSPGGRGKKKGSGGASNPVPP 

CAGGCCTCCGCCCCCTTGCCTGGCCCCCGCCCCTC<XGCCGCCGGGCCGGCCCCTCCGCCCGAGTCGCCGCATAAGCGGAACCTGTACTATTTCT 285 
23 RPPPPCLAPAPPAAGPAPPPESPHKRNLYYFS 

CCTACC03CTGTTTGTAGGCTTCGCGCTGCTCCGTTTGG1X:G<XTTC 380 
5S YPLFVGFALLRLVAFHLGLLFVWLCQRFSRA 

CTCATGGCAGCCAAGAGGAGCTCCGGGGCCCX:GCCAGCACCTGCCTCGGCCTCGGCCCCGGCGCCGGTGCC 47 5 

86 LMAAKRSSGAAPAP ASASAPAPVPGGE AERVR 

agtcttccacaaacagggcttcgagtacatctccattgcccixk:gcatcgatg S 7 0 

118 VFHKQAFEYISIALRIDED EKA2GQKEQAVEWY 

AT AAGAAAGGTATTG AAGAACTGG AAAAAGGAATAGCTGTTATAGTTACAGGAC^qSTGAACAGTC 665 
150 KKGIEELEKGIAVIVTGQG3EQCERARRLQAK 
w ATGATGACTAATTTGGTTATGGCCAAGGACCGCTTACAACTTCTAG^GAAGATGCAACCAGTTTTC 760 

O 181MMTNLVMAKDRLQLLE4KMQPVLPFSKSQTDVY 
t g TAATGACAGTACTAACTTGGCATGCCGCAATGGACATCTC<^GTCA<^AAAGTGG 855 

jin 213 NDSTNLACRNGHLQSE5SGAVPKRKDPLTHTSN 



w 



ATTCACTGCCTCGTTCAAAAACAGTTATGAAAACTGGATCTGCAGGCCTTTC AGGCCACCATAG AGCACCT AGTTACAGTGGTTTATCCATGGTT 950 



UJ 245 SLPRSKTVMKTGSAG LSGHHRAPSYSGLSMV 

f-J TOTGGAGTGAAACAGGGATCTGGTCCTGCTCCTACCACTCAT 1045 
'fj. 276 SGVKQGSGPAPTTHKG6TPKTNRTNKPSTPTTA 

^ TACTCGTAAGAAAAAAGACTTGAAGAATTTTAGGAATGTGGACAGCAACCTTGCTAACCTTATAATGAATGAAA 114 0 
O 308 TRKKKDLKNFRHVDS NLANLIMNE TVDNG7TAV 

pj TTAAATTTGATGATATAGCTGGT<^GACTTCGCAAAACAAGCATTGCAAGAAATTGTTA 123 5 

340 KFDDIAGQDLAKQALQEIVILPSLRPEL8FTG 

5; CTTAGAGCTCCTGCCAGAGGGCTGTTACTCTTTGGTCCACCTGGGAATC 133 0 
|w 371 LRAPARGLLLF GPP GHGKT MLA9KAVAAESNAT 

CTTCTTTAATATAAGTGCTGCAAGTTTAACTTCAAAATAC^^ 1425 
W 403 FFNISAAS LTSKY V10G EGEKLVRALFAVARELQ 

aaccttctataatiottatag[vtgaagttcatagccttttc r 1 5 2 0 

sjp 435 P S I I F I DUE VDSLLCERREGEHDASRRLKTEF 

?m CTAATAGAATTTGATGGTfcTACAGTCTGCTGGAGATGACAGAGTACTTGT^ 1615 
]^ 466 L I E F D G VL2Q S A G D D R VIi VMGATHRPQELDEAVL 

1^ CAg|gOGTTTCATCAAACGGGTATATGTGTCTTTACC^ 1710 
498 JU3R FIKRVYVSLPHEE T14R LLLLKNLLCK QGSPL 

TGACCCAAAAAGAACTAGCACAACTTGCTAG)\ATGACTGATGGATACTCAGGAAGTC 18 0 5 
530 TQKELAQLAR MIST DGYSGSDLTALAKDAALGP 

ATC CG AgJ\A CTAAAA CCA GAA CA GGTGAAGAA TA rGTCTCCCAGrCAG^TG AGAAATATTCGATTATCTGACTTCACTGAATCCTTG AAAAAAAT 1900 
561 I R E16L KPEQVKNMSASE M17 R NIRLSDFTESLKKI 

AAAACGCAGCGTCAGGCCTCAAACTTTAGAAGCGTACATACGTTGGAACA^ 1995 
593 KRSVSPQTLEAYIRWHKDFGDTTV* 

TGCAGAACAT*TTTACTTAAAAGAGGAAACACAAGATCTTCAATGAACGTCATC 2090 

TACATATTTGTGCACCAAACTTCAAGATGAACCAGAAAACAGACTT 2185 

CTTGATGGTX1ACAGTTATCCCAATGGACACTAAGTTAGAG 2280 

AATTTGTATATTGTGTTGCAGATG AAAGTATTCCAGGAAC AGTGAATGGTAGAAG ACACAAGAACATTTGTTTGTTTGTCTTCTG ATGTTTTTTC 2375 

TTAAAATAGTAATTTCTCCTACTTTTCTTTTCT^ 2470 

GTTTTATAAATTCAGTGTGCCAAATGAAACTTTTTTCCTAAGTAACTGTAATA 2565 

GACATTAAACAATTGTTGTGTTCTTTT^ACCTTTTATTTTTCTATTACCT^ 2660 

TATGGTAAAATAGAGAAGGTTTGAAGX3TTTGAGTTACTCTGTCATATAACATGTAG ATCAGTCTTCATGTGACCTGCAGTATTTTTTTTTCTAAT 27 S 5 

GTATTTGTCAGAAATCTGTTGTAGACTGTTAACTTCTTCCTGATGGAATTTATT 2850 

ACTGCTGTGAAAATCTTTCCAGTGCAAGAGAAGGGAAATACTAGGAA 294 5 

TAATTATAAGCAAGTGGAACTACCATCTTTTATTCTTAATAATTA 3040 

ACATTTTTCTAGTTCCTTCTGCTTGCTTTATTAAC 313 5 

TtXATTTGTTTCTATAAATATGCCTGGATTTTCATTATAAAAATC 3230 
AAGGCAAATAGATATTTGCCCTTAGTTTACTGG 3263 
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639 



1 (...] 459 

1 AGGCCGAGAGCGTCCGCGTCTTCCACAAGCAGGCCTTCGAGTACATCTCCATTGCCCTGC 60 

niimi fiiiMi i r r f i ii f 1 1 1 imiiiiiiimmiiimiiiiiHi 

4 60 AGGCCGAGCGCGTCCGAGTCTTCCACAAACAGGCCTTCGAGTACATCTCCATTGCCCTGC 519 
61 GCATCGACGAGGAAGAGAAAGCAGGACAGAAGGAACAAGCTGTGGAATGGTATAAGAAAG 120 

iiiiiii ii i r i miiimiiiiiiiiin mnnmmmmiHm 

520 GCATCGATGAGGATGAGAAAGCAGGACAGAAGGAGCAAGCTGTGGAATGGTATAAGAAAG 579 
121 GTATCGAAG A ACTGG AAAAAGG AATCGCTGTT AT AGTT ACGGGCCA AGG TG AACAGT ATG 

Mil 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 IIIIIIIUMIII || lllllllllllll II 

580 GTATTGAAGAACTGG AAAAAGG AATAGCTGTTAT AGTT ACAGGACAAGGTGAACAGTGTG 
161 AAAGAGCTAGACGTCTTCAAGCCAAAATGATGACTAATTTAGTTATGGCCAAGGACOGTT 24 0 

lllllllllllll (IIIIIII lllllllllllllllll lllllllllllllllll | 
64 0 AAAGAGCTAGACGCCTTCAAGCTAAAATGATGACTAATTTGGTTATGGCCAAGGACCGCT 699 
241 TACAACTTCTAGAGAAGCTGCAACCAGTTTTGCAATTTTCCAAGTCACAGACGGACGTCT 300 

iiiiiniiiiiiiiif 1 1 1 1 1 c 1 1 f i f 1 1 1 c 1 1 1 1 1 1 1 1 1 f t r i f i 1 1 1 1 1 1 1 1 1 1 

700 TACAACTTCTAGAGAAGATGCAACCAGTTTTGCCATTTTCCAAGTCACAAACGGACGTCT 759 
301 ATAACGAGAGTACTAACCTGACATGGCGCAATGGACATCTCCAGTCAGAAAGTGGAGCAG 360 

UK M I I I f II I I I It I f 1 I 1 I I 1 t I f 1 1 1 1 1 I I I [ 1 1 I [ f 1 [ 1 I I I f I | | | | | 
760 ATAATGACAGTACTAACTTGGCATGCCGCAATGGACATCTCCAGTCAGAAAGTGGAGCTG 819 
361 TTCCGAAGAGGAAAGACCCCTTAACACATGCTAGTAATTCATTGCCTCGATCAAAAACTG 4 20 

mi ii ii in iiiiiiii minimi imm mum i 

820 TTCCAAAAAG AAAAG ACCOCTT AACAC ACACT AGT AATTCACTGCCTCGTTCAAAAAC AG 879 
421 TCCTGAAAAGTGGCTCCGCAGGGCTCTCCGGTCACCACAGGGCGCCTAGTTGCAGTGGTT 480 

i ■ 1 1 m i mi ii mn ii ii ii urn M ii iiiiiii iiiiiiii 

880 TTATGAAAACTGGATCTGCAGGOCTTTCAGGCCACCATAGAGCACCTAGTTACAGTGGTT 939 
481 TGTCCATGGTTTCTGGAGCAAGACCGGGACCTGGTCCTGCAGCTACCACACATAAGGGTA 540 

i 1 1 1 1 1 1 1 ii i f 1 1 1 1 1 i ii mi run iiiiiii iiiikiiii 

940 T AT CC ATGGTTTCTGG AGTG AAAC AGGG ATCTGGTCCTGCTCCT ACCACTCAT AAGGGT A 999 
541 CTCCAAAACCAAATAGAAOCAACAAACCTTCTACTCCCACAACTGCAGTTCGGAAAAAGA 600 

mi 1 1 1 iiiiiii ii ii minimi n iiiiiiii mi ii ii i 

1000 CTCCGAAAACAAATAGGACAAATAAACCTTCTACCCCTACAACTGCTACTCGTAAGAAAA 1059 
601 AAGACTTGAAAAATTTTAGGAATGTGGACAGCAATCTTGCTAACCTTATAATGAATGAAA 660 

inimiii iimiiimmirmini immmiiimiimim 

1060 AAGACTTCAAGAATTTTAGGAATGTGGACAGCAACCTTGCTAACCTTATAATGAATGAAA 1119 
661 TTGTTGACAATGGGACAGCTGTTAAGTTTGATGACATAGCCGGGCAGGAGCTGGCAAAGC 720 

llll IIIIIIII 1 1 1 J 1 f f 1 1 1 1 IIIIIIII Kill II II II IIIIIII | 

1120 TTGTGGACAATGG AACAGCTGTTAAATTTG ATGATAT AGCTGGTCAAGACTTGGCAAAAC 1179 
721 AAGCGCTGCAGGAGATTGTCATCCTTCCTTCTCTGCGGCCTGAGTTGTTCACAGGGCTCA 780 

mi mi n inn n miiiiiiiii miiiiiiimiiiiiiiti t 

1180 AAGCATTGCAAGAAATTGTTATTCTTCCTTCTCTGAGGCCTGAGTTGTTCACAGGGCTTA 1239 
781 GAGCTCCTGCTAGAGGCTTGTTACTCTTCGGTCCGCCAGGAAACGGAAAAACAATGCTGG 84 0 

1 1 1 1 1 1 1 1 1 1 inn inimiii mn n ii ii ii ii iiiimiM 

124 0 GAGCTCCTGCCAGAGGGCTGTTACTCTTTGGTCCACCTGGGAATGGGAAGACAATGCTGG 1299 
841 CTAAAGCAGTAGCTGCAGAGTCTAATGCGACCTTTTTCAACATAAGTGCTGCCAGTTTAA 900 

r 1 1 f r 1 1 1 1 1 1 1 1 1 1 j 1 1 1 ii urn mn u n minimi umn 

1300 CT A AAGC AGT AGC TGCAG AATCG AATG CAACCTTCTTT AAT AT AAGTGCTGCAAGT TT AA 1359 
901 CTTCAAAATATGTGGGAGAAGGAGAGAAATTGGTGAGAGCTCTCTTTGCTGTGGCTCGAG 960 

minim mmmimmimmm mn iimmmiim 

1360 CTTCAAAATACGTGGGAGAAGGAGAGAAATTGGTGAGGGCTCTTTTTGCTGTGGCTCGAG 1419 
961 AACTTCAACCATCTATAATTTTTATAGATGAAGTTGACAGTCTTTTGTGTGAGAGACGGG 1020 

Minimi iiiiimMiiiimiimim n minimi m i i 

1420 AACTTCAACCTTCTATAATTTTTATAGATGAAGTTGATAGCCTTTTGTGTGAAAGAAGAG 14 79 
1021 AAGGGGAGCACGACGCTAGCAGACGGCTAAAGACGGAATTTTTAATAGAATTTGACGGGG 1080 

imiiimiii mn mn mn ii mm iiimmim n i 

1480 AAGGGGAGCACGATGCTAGTAGACGCCTAAAAACTGAATTTCTAATAGAATTTGATGGTG 1539 
1081 TGCAATCTGCTGGAGATGACAGAGTACTTGTAATGGGTGCAACTAACAGGCCCCAAGAGC 1140 

i m mimiiiitmiiiiiiiimmiimiiiiiii mn mini 

154 0 TACAGTCTGCTGGAGATGACAGAGTACTTGTAATGGGTGCAACTAATAGGCCACAAGAGC 1599 

1141 ttgatgaagctcttctca<wcgtttcattaaao:ggtatatgtgtccttaccaaatgagg 1200 

iiiiiii iitmiiiimmiiii 1 1 1 1 1 1 1 1 1 1 1 1 1 tn i iimiimm 

1600 ttgatgaggctgttctcaggcgtttcatcaaacgggtatatgtgtctttaccaaatgagg 1659 

1201 AGACAAGACTCCTTCTGCTTAAAAACCTGTTGTGTAAACAAGGAAGTCCACTGACCCAAA 1260 

iiiiiinii in mmiiii urn 1 1 ii 1 1 1 1 1 1 1 r 1 1 ii 1 1 iiiimmi 

1660 AGACAAGACTACTTTTGCTTAAAAATCTGTTATGTAAACAAGGAAGTCCATTGACCCAAA 1719 
1261 AAGAACTCGCACAGCTTGCTAGAATGACCGATGGATACTCTGGAAGTGATCTGACCGCTT 1320 

iiiiiii nm 1 1 in 1 1 1 1 ii 1 1 1 iiimiiiii mum u n mi 

1720 AAGAACTAGCACAACTTGCTAGAATGACTGATGGATACTCAGGAAGTGACCTAACAGCTT 1779 
1321 TGGCCAAGGATGCAGCCCTGGGTCCTATCCGAGAACTGAAGCCAGAGCAGGTGAAGAATA 1380 

mi ii iiiiiiii mmiiiimimiu n nm iimiiiiim 

1780 TGGCAAAAGATGCAGC^CTGGGTCCTATCCGAGAACTAAAACCAGAACAGGTGAAGAATA 1839 
1381 TGTCTG0;AGTGAGATGAGAAATATTCGATTATCTGACTTCACAGAATCCTTAAAAAAGA 14 40 

iMiiiimiiiiimimimimmrmimii mum nm i 

184 0 TGTCTGCCAGTGAGATGAGAAATATTCGATTATCTGACTTCACTGAATCCTTGAAAAAAA 1899 
1441 T AAAACGCAGTGTGAGTCCTCAGACCTTAGAAGC ATACAT ACGCTGGAACAAGGATTTTG 1500 

iiiiimii n ii mn ii ilium iiiiiiii miiiiiiiii iiii 

1900 T AA AACGC AGCGTCAGCCCTCAAACTT T AG AAGCGT ACAT ACGT TG G AACA AGG ACTTTG 1959 
1501 GAGACACCACTGTTTAAAGGAAT 152 3 

mi minium i in 

I960 G AG AT ACC ACTGTTT A AGG A AAT 1962 
1983 [...] 3263 

1524 GGATGCCTCTGTG AGCCC AT AG AAC ATCGCACTTCAC AGG AAAC AAGAGCTTTGGC TACA 1583 
1 S 8 4 GGAACCCAGACTTCGTTTACAGGACGTTTTAGAGTTTTCATTTTTGTGCACCAAACTTGA 164 3 
1644 AGAGGAACAAGAAGACAGACCT AAAfAAA ATATGCAATATGAATGG 1689 
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